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SEC Condition
Spin-Columns./ Plate 384-wells 96-wells
Column Bed Volume 20 L 300 pL
Protein Conc. in sample 2375 M 100 pM
Drug Conc. in sample 50 uM 1000 uM
sample Volume,/Column 9pL 25pL
Sample Requirements
Drug Multiplicity 24 10
Protein moles,”Analysis 333 pmoles 2500 pmoles
Total protein moles 18 nmoles 310 nmoles
for 1238 Drugs
MS Throughput
MS Interval/sample 2.8min 28 min
Screening Throughput 148 min 348 min

for 1238 Drugs

$EXM 2) FJIMoyetal, Anal. Chem., 73 (2001), 571-581.
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